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ENTERE 



<110> APPLICANT: Burgess, Catherine E. / 
<120> TITLE OF INVENTION: Novel Proteins and Nucleic Acids Encoding Same 
<130> FILE REFERENCE: 15966-621 

<140> CURRENT APPLICATION NUMBER: US/09/746,491 

<141> CURRENT FILING DATE: 2000-12-20 

<150> PRIOR APPLICATION NUMBER: USSN 60/171,329 f) 
<151> PRIOR FILING DATE: 1^99-12-21 
<160> NUMBER OF SEQ ID NOS : 72 
<170> SOFTWARE: Patentin Ver. 2.0 
<210> SEQ ID NO: 1 
<211> LENGTH: 381 
<212> TYPE: DNA 
<213> ORGANISM: Homo sapiens 
<220> FEATURE: 
<221> NAME/KEY: CDS 
<222> LOCATION: (1)..(378) 
<400> SEQUENCE: 1 



acc cat ctt ttt etc ttc ttc gtg etc eta aac tta ggc tac caa 
Thr His Leu Phe Leu Phe Phe Val Leu Leu Asn Leu Gly Tyr Gin 
15 10 15 

ttg ctg ggg aaa gca etc cag gtg ggt gtt act aca aat cac cgt 
Leu Leu Gly Lys Ala Leu Gin Val Gly Val Thr Thr Asn His Arg 

20 25 30 

ctg acc cac tgg tac tac ctg aca gcc ttt gat att tec aga gtc 
Leu Thr His Trp Tyr Tyr Leu Thr Ala Phe Asp lie Ser Arg Val 

35 40 45 

acc tgc ttt cca ttc tec aca gca tct aat ata agt cat ggc ttc 
Thr Cys Phe Pro Phe Ser Thr Ala Ser Asn lie Ser His Gly Phe 

50 55 60 

tct gtc ctg ctt ccc cgc ttc gcg ttc acc act gtg ctg aga tat 
Ser Val Leu Leu Pro Arg Phe Ala Phe Thr Thr Val Leu Arg Tyr 

65 70 75 

gaa agg aat ggg aac aag gaa gcc ate gcc ggc etc tec age tct 
Glu Arg Asn Gly Asn Lys Glu Ala lie Ala Gly Leu Ser Ser Ser 
85 90 95 

ggc ttc aca get tgc etc etc ctt cgt ctg ttg agt cat ccc aca 
Gly Phe Thr Ala Cys Leu Leu Leu Arg Leu Leu Ser His Pro Thr 

100 105 110 

aac cac aac tat gtg gga gat tct gtg cca ggc ttt ggc aac taa 
Asn His Asn Tyr Val Gly Asp Ser Val Pro Gly Phe Gly Asn 

115. 120 . 125 

<210> SEQ ID NO: 2 
<211> LENGTH: 126 
<212> TYPE: PRT 
<213> ORGANISM: Homo sapiens 
<400> SEQUENCE: 2 

Thr His Leu Phe Leu Phe Phe Val Leu Leu Asn Leu Gly Tyr Gin 



get 4 8 
Ala 

ctg 96 
Leu 

aat 144 
Asn 

tea 192 
Ser 

agg 240 
Arg 
80 

gga 288 
Gly 

cgc 336 
Arg 

381 



Ala 
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<210> SEQ ID NO: 3 
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<220> FEATURE: 
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152 <210> SEQ ID NO: 4 . 

153 <211> LENGTH: 189 

154 <212> TYPE: PRT 

155 <213> ORGANISM: Homo sapiens 
157 <400> SEQUENCE: 4 
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192 180 185 

195 <210> SEQ ID NO: 5 

196 <211> LENGTH: 423 

197 <212> TYPE: DNA 

198 <213> ORGANISM: Homo sapiens 

200 <220> FEATURE: 

201 <221> NAME/KEY: CDS 

202 <222> LOCATION: (1)..(420) 

204 <400> SEQUENCE: 5 

205 atg ccg cea ctg ctg gte ctg etc ttg etc ctg ecg cea eea ctt gca 48 

206 Met Pro Pro Leu Leu Val Leu Leu Leu Leu Leu Pro Pro Pro Leu Ala 
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277 <211> LENGTH: 4815 

278 <212> TYPE: DNA 

279 <213> ORGANISM: Homo sapiens 

281 <220> FEATURE: 

282 <221> NAME/KEY: CDS 

283 <222> LOCATION: (1)..(4812) 
285 <400> SEQUENCE: 7 ^ 
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J u ** 


65 




















7 5 










80 




306 


cct 


gtg 


y '-y 


cac 


cac 


y ciy 


ace 


ace 


crcfp 
y y ^ 


ate 


cag 


ace 


ace 


at a 
y ^y 


gta 


ttt 


288 




Pro 


Val 


Val 


His 


His 


Glu 


Thr 


Thr 


Gly 


lie 


Gin' 


Thr 


Thr 


Val 


Val 


Phe 




J u o 










ft s 




















^ ~j 






310 


tgg 


cca 


gcc 


aag 


ctg 


cag 


gee 


age 


age 


egt 


crt p 


at p 


atg 


ttt 


egt 


ttt 


336 


J X X 


Trp 


Pro 


Hxa 


Lys 


Leu 


m n 

VjjXII 


rVXcl 


otrX 


Cor* 


Arg 


V3 1 
V dX 


V cix 


1*1 fc; u 


It lit; 


Arg 


It llti 




J X z 








inn 










ins 

X V/ »J 










1 1 n 

X X VJ 








J X *i 


gag 


ttc 


Ly y 


ga c 


tat 
uy o 


y y a 


era cr 
y ay 


tet 


gca 


etc 


aaa 


aag 


ttc 


gat 


eat 


atg 


384 


J X J 


Glu 


Phe 


irp 


rit>p 






Glu 


Ser 


Ala 


XjcU. 




Xjy o 


Jr lit; 




nx o 


1*1 C L. 




316 






115 










120 










IOC 










318 


ctg 


ctg 


get 


tgc 


atg 


gag 


aac 


aca 


gat 


gcc 


ttc 


etc 


ttc 


etc 


ttc 


tec 


432 


319 


Leu 


Leu 


Ala 


Cys 


Met 


Glu 


Asn 


Thr 


Asp 


Ala 


Phe 


Leu 


Phe 


Leu 


Phe 


Ser 




320 




130 










135 










140 












322 


ttc 


act 


gac 


egt 


gee 


tec 


ttt 


gaa 


gac 


etc 


cct 


gga 


cag 


ctg 


gcc 


cgc 


480 


323 


Phe 


Thr 


Asp 


Arg 


Ala 


Ser 


Phe 


Glu 


Asp 


Leu 


Pro 


Gly 


Gin 


Leu 


Ala 


Arg 




324 


145 










150 










155 










160 




326 


ata 


gca 


ggt 


gag 


gee 


cct 


ggt 


gte 


gte 


agg 


atg 


gte 


ate 


ggc 


tee 


aaa 


528 


327 


He 


Ala 


Gly 


Glu 


Ala 


Pro 


Gly 


Val 


Val 


Arg 


Met 


Val 


He 


Gly 


Ser 


Lys 




328 










165 










170 










175 






330 


ttt 


gac 


cag 


tac 


atg 


cac 


aeg 


gac 


gtg 


cec 


gag 


egg 


gac 


etc 


aca 


gcc 


576 


331 


Phe 


Asp 


Gin 


Tyr 


Met 


His 


Thr 


Asp 


Val 


Pro 


Glu 


Arg 


Asp 


Leu 


Thr 


Ala 




332 








180 










185 










190 








334 


ttc 


egg 


cag 


gee 


tgg 


gag 


ctg 


ecc 


ctg 


eta 


egg 


gtg 


aag 


agt 


gtg 


ceg 


624 


335 


Phe 


Arg 


Gin 


Ala 


Trp 


Glu 


Leu 


Pro 


Leu 


Leu 


Arg 


Val 


Lys 


Ser 


Val 


Pro 




336 






195 










200 










205 










338 


ggg 


egg 


egg 


ctg 


get 


gat 


ggg 


cgc 


aca 


ctg 


gac 


ggg 


egg 


get 


ggg 


ctg 


672 


339 


Gly 


Arg 


Arg 


Leu 


Ala 


Asp 


Gly Arg 


Thr 


Leu 


Asp 


Gly 


Arg 


Ala 


Gly 


Leu 




340 




210 










215 










220 













Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> 
<223> fields of each sequence which presents at least one n or Xaa. 
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VERIFICATION SUMMARY 
PATENT APPLICATION: US/09/746,491 

Input Set : A:\Cul21usl.app 

Output Set: N:\CRF3\07252001\I746491.raw 



DATE: 07/25/2001 
TIME: 12:59:42 



L:9 M:270 C: Current Application Number differs. Replaced Current Application Number 



L:1015 M:341 W 
L:1016 M:341 W 
L:1063 M: 34J. W 
L:2065 M:341 W 
L:2093 M:341 W 
L:2132 M:341 W 
L:3418 M:341 W 



(46) "n" or "Xaa" used, for SEQ ID# : 9 

(46) "n" or "Xaa" used, for SEQ ID# : 9 

(46) "n" or "Xaa" used, for SEQ ID#:10 

(46) "n" or "Xaa" used, for SEQ ID#:22 

(46) "n" or "Xaa" used, for SEQ ID#:23 

(46) "n" or "Xaa" used, for SEQ ID#:24 

(46) "n" or "Xaa" used, for SEQ ID#:45 
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